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Fermentation; Gene cloning; Gene structure; Gene expression 
(Young, M. (63) 301) 

Two-dimensional NMR 

Phosphoryl transfer; Epitopes; Protein structure; X-ray dif- 
fraction; Sugar transport (Waygood, E.B. (63) 43) 

X-ray diffraction 

tein structure, Sugar transport (Waygood, E.B. (63) 43) 


365 

Se Phosphoryl transfer; Epitopes; Two-dimensional NMR; Pro- 

Reactive cysteine 
Transcriptional regulation 

Evolution; Nucleic acid sequences; Membrane targeting; Pro- 
Sugar phosphorylation 
Bacterial sugar transport; Membrane protein structure; Protein 
domains; Phosphotransfer reactions; Mannitol permease 
(Jacobson, G.R. (63) 25) 


